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were studies for number, arrangement, measurements and
morphological features by light microscope. Differentiation
between hooklets developed in liver, lung and spleen hydatid
cysts from camels, and hepatic and pulmonary cysts was
also considered. Measurements were done by the calibrated
eyepiece. Differences in protoscolices and their hooklets
measurements in different hosts and different organs includ-
ing length and width of protoscolices and total, blade,
handle lengths and width of hooklets as were statistically
analyzed to illustrate their signiﬁcance. Results obtained
indicate the presence of different ‘Strains’ pf E. granulosus
in Libya regarding the host or the site on infection of these
hosts. In addition to the large and small rings of rostellar
hooklets, very small and even tiny hooklets were illustrated,
which may be indicative of speciﬁc strains of the parasite.
doi:10.1016/j.ijid.2008.05.320
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Aim: To describe lessons identiﬁed from the rapid setup
of a dataset of at-risk people requiring prophylaxis and sea-
sonal inﬂuenza vaccination during an outbreak of highly
pathogenic H5N1 Avian Inﬂuenza in a poultry farm in Suffolk.
Methods: Administrative and clinical data were collecte-
din paper form at the clinic dispensing prophylaxis to
exposed people. Fields on the form provided headings for an
Excel spreadsheet. Data was entered by several staff onto
their uniquely-named copies, appended to create the main
dataset. The principal spreadsheet was used to create other
spreadsheets for identifying at-risk people requiring further
prophylaxis and to collect data on seasonal inﬂuenza vacci-
nation, nationality and employer. Microsoft Access was used
to link spreadsheets but the primary spreadsheet remained
in Excel and was used to monitor uptake of prophylaxis and
vaccination, notifying at-risk people of clinics, providing GPs
and Health Protection units with lists of people receiving
prophylaxis, and identifying who to telephone for further
treatment.
Results: The main dataset contained 46 ﬁelds and 482
records.
- Data entry suggested some revisions needed to be made
to the paper form, e.g. exact time prophylaxis was given
and clarity regarding pre and post-exposure status.
- Spreadsheets were quick to develop and easy to use but
multiple spreadsheets
- complicated ﬁle management.
- Data entry should begin earlier, e.g. at the clinic providing
prophylaxis.
- Correcting inconsistencies in postcodes and GP practices
was time-consuming and details should be entered as
accurately as possible at the clinic.
- Data analyses needed to be timely to meet requests for
information during the outbreak, e.g. nationalities of at-
risk people.
Conclusion: A rapid database setup following a major
incident is crucial for the management and follow-up of
at-risk people. Our experience provided valuable learning
points and will help us prepare for future possible Avian
Inﬂuenza outbreaks.
doi:10.1016/j.ijid.2008.05.321
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Brucellosis is one of the most important zoonotic
infections, with obvious economical and public health
importance. In spite of passing a long time from the begin-
ning of control and prevention program in Iran, there are
many implicated problems about that (especially in the ﬁeld
of vaccination, as one of the best and practical means of the
control programs). RB51 new vaccine has notable charac-
teristics. For example, since the lack of O-antigen, doesn’t
induce disturbing antibodies in routine diagnostic tests of
Veterinary Organization. RB51 has used since 2003 in Iran
and has completely replaced the classical S19 vaccine since
2007. With special attention to this subject and lack of the
potent surveillance system for bovine Brucellosis in Iran,
performing of this statistical investigation seems to be nec-
essary.
All data about Brucellosis control program (1997—2007)
in Tehran province farms were obtained by referring to the
Tehran Veterinary Organization and after summarizing, were
organized in the related charts and diagrams and analyzed
by SPSS.15.
Clearly, with increasing the use of new vaccine since
2003, occurrence of the disease has decreased (occurrence:
0.368% in 2003 & 0.082% in 2007 with −0.2 Pearson C.C.)
also, it was seen that use of S19 increased the number of
suspected cases of bovine Brucellosis (with +0.416 Pearson
C.C.). These ﬁndings emphasize the high potency of RB51
vaccine in the control and preventing program of bovine
e130 13th International Congress on Infectious Diseases Abstracts, Poster Presentations
Brucellosis and conﬁrm the diagnostic problems of S19 vac-
cination.
According to the passages, and the other investigators’
ﬁndings, we can declare that the new vaccine (RB51) is
potentially suitable for being used in the control and pre-
vention program of bovine Brucellosis and its usage has
been satisfactory in Iran over these years and is a successful
replacement for S19 vaccine.
doi:10.1016/j.ijid.2008.05.322
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Despite the effectiveness and the availability of vac-
cines for animal and human use, the largely populated
rural areas of South Africa are still haunted by rabies. In
these areas the dog is the main vector species transmit-
ting rabies to humans. In one such rural area, the Limpopo
province in northern South Africa, canine rabies has been
under control for the past two decades. However, in 2005 an
unexpected and drastic increase of dog rabies cases in this
area was observed. Laboratory conﬁrmed cases increased
from 5 cases in 2004 to 35 cases in 2005 and 100 cases in
2006 and this increase was paralleled by human rabies out-
break during 2005/2006. In order to determine the origin
of this outbreak, a panel of 60 rabies viruses obtained from
South Africa, Zimbabwe and Mozambique were genetically
characterised by sequencing an 850 bp amplicon spanning
the cytoplasmic domain of the glycoprotein gene and the
non-coding G-L intergenic region of each of these viruses.
Through phylogenetic analysis of the nucleotide sequence
data, it was demonstrated that the virus variant associated
with the recent outbreak in Limpopo was genetically related
to rabies viruses from southern Zimbabwe indicating that
this lineage could have been introduced from Zimbabwe.
Furthermore the results showed that common rabies cycles
exist among South Africa, Zimbabwe and Mozambique high-
lighting the transboundary transmission of rabies in southern
Africa. The porous nature of the African borders enables
translocation of infected animals across national borders.
The re-emergence of dog rabies in Limpopo highlighted the
importance of continuous and sustained animal vaccination
programs and further underlined the importance of multi-
national collaboration in the control of animal movement
across national borders.
doi:10.1016/j.ijid.2008.05.323
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During the past two years highly pathogenic avian
inﬂuenza viruses H5N1 spread to 60 countries and fall into
distinct clades VTM, INDO and EMA. Continued transmis-
sion to humans has been raised in Indonesia and Egypt,
causing pandemic concern. To address questions relevant
to virus evolution and adaptation; NS1 sequence data of
EMA and INDO H5N1 viruses isolated from human between
2006—7 were downloaded from GenBank and aligned with
MUSCLE. The ENC and GC3S values for NS1 gene in both
clades were less biased. No selection pressure for EMA
NS1 was found whereas the NS1 gene of INDO clade was
under positive selection (=1.22). The rate of NS1 evolu-
tion in INDO has faster than EMA suggests a possible change
in the adaptation of the H5N1 virus to human. To explain
the change pseudoknot loops were identiﬁed within NS1
gene using RNA folding path. Among them formation of a
pseudoknot due to mismatches at the top and the bot-
tom of a conserved sequence (5-GAGGAU-3/5-GUCCUC-3)
was questionable. Stability of the pseudoknot was compared
between the two clades by energy estimation. According to
free energy the pseudoknot destabilizes in Indonesia H5N1
human viruses (−11.1 kcal/mol vs −13.6 kcal/mol) indicat-
ing changes in RNA secondary structure. The change may
lead to increase adaptation of NS1 gene to human popula-
tion.
doi:10.1016/j.ijid.2008.05.324
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Background: Canine infectious respiratory disease (CIRD)
is a common distress in the kennels and shelters housed with
dense population. The CIRD is associated with the several
viruses and bacteria. In case of bacteria, B. bronchisep-
tica is predominant pathogen, but other bacterial species
have also been associated with CIRD. Although Streptococ-
cus sp. is the commensal of the upper respiratory tract,
there was only few report of streptococcal pneumonia as
a primary pathogen except S. canis. We have diagnosed
the fatal hemorrhagic pneumonia case associated with S.
equi subsp. zooepidermidis and described the pathologic
and bacteriologic results.
Methods: A veterinarian of the shelter informed us that
the sudden death of dogs was increased within a few days
